Supplementary
. Representative full scan of GC-MS chromatograms obtained from the endometabolome analysis of (A) 5637 and (B) J82 cell lines. Legend: 1 -Lactic acid (2TMS); 2 -Lalanine (2TMS); 3 -Glycine (2TMS); 4 -L-valine (2TMS); 5 -L-isoleucine (2TMS); 6 -L-threonine (3TMS); 7 -Myristic acid (TMS); 8 -Palmitic acid (TMS); 9 -Cholesterol (TMS). TMS, Trimethylsilyl (derivative). The arrows indicate the peaks whose differences are higher between the two BC cell lines. Figure S2 . PCA scores scatter plot obtained for the GC-MS chromatograms obtained from the endometabolome analysis of the cancer cell lines 5637 (n=5, low-grade, TCC, •) and J82 (n=5, high-grade, TCC, •). The ellipses indicate the 95% confidence limit of the model.
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Supplementary Table S1. List of all metabolites identified in the endometabolomes of the cancer cell lines 5637 (LG) and J82 (HG). The identification of the metabolites is based on the NIST (2014) and standards. RT, characteristic ions (m/z), identification method with reverse % of match from NIST/standards when used, CAS registry number and HMDB code (when available) are indicated for each compound, as well as the main pathways in which they are involved and BC studies where they were previously found (when reported). 
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